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Introduction

Objective
To quantify the indirect effects of application of the fungicide

Hymexazol on a soil microbial community

Background
Pesticides are major environmental pollutants and their use Is expected to

Increase due to agricultural intensification. While pesticide risk assessment Is
well-defined for aquatic organisms and terrestrial macro-organisms, more
research Is needed to identify tests that assess the toxicity of pesticides on
soll microorganisms. Furthermore, because microorganisms exist in complex
and diverse communities where microbial taxa are iInteracting, pesticide
application will not only directly affect certain microbial taxa, but will also have
Indirect effects throughout the community mediated through these interactions.

Hypothesis
If there are indirect effects of pesticide application which are

mediated through biotic interactions between microbial taxa,
then some taxa will respond differently to pesticide
application when the community Is fragmented
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